




2/24/23, 4:23 PM Monitoring

https://mygrants.gov.my/csp/sys/bi/%25cspapp.bi.work.mygrant.custom.monitor.cls?projectId=13118&isPrint=1 1/12

Monitoring › Progress Report › Modelling of Inflammatory Biomarkers DNA Methylation
Profile in the Progression ...

Overview

Project Title  View Application

Modelling of Inflammatory Biomarkers DNA Methylation Profile in the Progression of Premature Atherosclerosis in Rats

Project ID
13118

University
Management and Science University (MSU)

Reference Code
FRGS/1/2018/SKK08/MSU/02/2

Selected Grant
FRGS 2018-1

Cluster

Main Cluster Sub Cluster NKEA Sustainable Development
Goals WKB

Clinical and Health
Sciences

Basic Medical
Sciences Healthcare Good Health and Well-Being Advanced & Modern

Services

  

Project Duration

Start Original End
Date

Extension Date
(RMC)

Extension Date
(KPT)

End Date after Extension Due
to MCO

Actual End
Date

01/01/2019 31/12/2021 31/12/2022 N/A 31/3/2022 (by 3 months)
30/9/2022 (by 6 months) 31/12/2022

  

Members

Researcher
ID Name IC/Passport

Number University Faculty/School/Centre/Unit Position Overall
Contribution Status

11528 Zulhabri
Othman 771029115393 MSU FACULTY OF HEALTH &

LIFE SCIENCES
Associate
Professor

2280 Hours
(57.14%)

Project
Leader

92124
Nor Azimah
Bt. Abdul
Azize

810509016748 Others 120 Hours
(3.01%) Member

36349 Nurul Izza
Nordin 760202055272 MITI Industrial Biotechnology

Research Centre Others 0 Hours
(0.00%) Member

20934 Siti Azma
Jusoh 770619115022 UITM Faculty of Pharmacy Senior

Lecturer
120 Hours
(3.01%) Member

50814
Norshafarina
Shari @
Kamaruddin

801125105456 MSU FACULTY OF HEALTH &
LIFE SCIENCES

Associate
Professor

300 Hours
(7.52%) Member

26126
Norwahidah
Binti Abdul
Karim

780926085010 UKM FAKULTI PERUBATAN Senior
Lecturer

360 Hours
(9.02%) Member

46813 Mariam Aisha
Fatima 830605045248 MSU Research Management

Centre
Associate
Professor

810 Hours
(20.30%) Member

  

Executive Summary
Introduction: Cardiovascular disease (CVD) is the leading cause of death in develop countries, as well as Malaysia. Several
evidences suggest the alterations in gene-specific DNA methylation patterns od inflammatory genes may be implicated in the
progression of premature atherosclerosis.
Problem statement: The identification of inflammatory biomarkers which effected by DNA methylation that may be implicated in the
development of premature atherosclerosis is still not well understood. With the identification of modelling of inflammatory
biomarkers DNA methylation might provide methods for early detection and diagnosis of premature atherosclerosis and
cardiovascular disease.
Objectives: To propose a new modelling of inflammatory biomarkers DNA methylation profile in the progression of premature
atherosclerosis in rats
Research methodology: Wistar rats will be divided into three groups (Normal , restricted and high lipid diet). Blood serum will be
analyses for biochemical parameters, oxidative stress and inflammatory biomarkers. DNA and RNA from Blood and coronary
artery will be used for DNA methylation profile and gene expression analysis of Inflammatory genes. Modelling of inflammatory
protein-protein interaction will be conducted using bioinformatics tools.
Expected outcome: Identification of modelling of inflammatory biomarker DNA methylation profile in the progression of pre-mature
atherosclerosis.
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