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Executive Summary
Introduction: Cardiovascular disease (CVD) is the leading cause of death in develop countries, as well as Malaysia. Several
evidences suggest the alterations in gene-specific DNA methylation patterns od inflammatory genes may be implicated in the
progression of premature atherosclerosis.
Problem statement: The identification of inflammatory biomarkers which effected by DNA methylation that may be implicated in the
development of premature atherosclerosis is still not well understood. With the identification of modelling of inflammatory
biomarkers DNA methylation might provide methods for early detection and diagnosis of premature atherosclerosis and
cardiovascular disease.
Objectives: To propose a new modelling of inflammatory biomarkers DNA methylation profile in the progression of premature
atherosclerosis in rats
Research methodology: Wistar rats will be divided into three groups (Normal , restricted and high lipid diet). Blood serum will be
analyses for biochemical parameters, oxidative stress and inflammatory biomarkers. DNA and RNA from Blood and coronary
artery will be used for DNA methylation profile and gene expression analysis of Inflammatory genes. Modelling of inflammatory
protein-protein interaction will be conducted using bioinformatics tools.
Expected outcome: Identification of modelling of inflammatory biomarker DNA methylation profile in the progression of pre-mature
atherosclerosis.
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